The predominance of subtype I among Mycobacterium kansasii clinical isolates from
Poland, as evidenced by PCR restriction-enzyme analysis of the hsp65 gene
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Objectives

Mycobacterium kansasis a slow growingnontuberculous mycobacterin (NTM) which causes pulmonary and
extrapulmonary infectionslt is also one of the most frequent NTM pathogens isolated from clinical samples
throughout the worldThe heterogeneity within tHd. kansasiispecies, evidenced Isgveral molecular analysamay

have important pathogenic, clinicahdaepidemiological implication$?CR restrictiorenzyme analysis (PGREA)

of the hsp65genehas shown the presence stvensullypesamong both environmental amtinical isolates oM.
kansasii The results of the so far performstudies have suggested thit. kansasiiisolates that are involved in
human disease almost exclusivbblong totypes | and Il, with the formgredominating

The aim of this study was to investigate the distributioMokansasiisubtypes among Polish patients suspected of
having pulmonary NTM disease

Methods
A total of 153 isolatesrecoveredrom 87 patients with suspectéd. kansasiiinfection (55 women and 32 men; age
range: 292 year s; medi an age: 6 5. 7 N1 All isplates rwerécollegtedr a& thei n ¢

Department of Internal Medicine, Pulmonology, and Allergology of the Warsaw Medical University between 200(
and 2013Each i sol at e Mwkarsasibasedon theyhggferfoemance liquid chromatography (HPLC)
analysis of thenycolic acids.

PCR restrictiorenzyme analysis (PCGREA) involved amplification of a441-bp fragmentof the hsp65 gene,
followed by restriction of the resultant amplicann t h Hael I I and Eco91l (BstEIIl)
andseparation of the DNA fragmeny gel electrophoresisClassification of the isolatemto subtypesvasbased on
thePCRREA pdterns.

Results

All M. kansasiisolatestestedyielded upon PCR amplificatiora single product dhe expected size (ca. 440 bg)l

but one (99%0) isolateshad indistinguishable patterns (BstEll bands at 240 and 210 bp and Haelll bands at 140, 10
and 80 bp)characteristic osultype |. Oneisolateexhibited the subtype Il patterBgtEIll bands aR40, 135, 80 bp

and Haelll band at 140 and 105 bp).

Conclusion

This study demonstrates tHdt kansasiiclinical isolatesfrom Polandare almost exclusivelygf the hsp65PCRREA
sultype I. The Hgh detection rate ofl. kansasiisubtype | in clinical samples may suggest that this genotype has a
particularability for colonizationand/or infection of the human host
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